Treatment for COVID-19

Continuous Directed Evolution
for rapid therapeutic development
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COVID-19 enters cells through the interaction
of spike protein with ACEZ

ACE2
Receptor

SARS-COV-2
Spike Protein
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Challenge: high concentrations of ACE2 can
cause side effects

Solution: we need higher affinity ligands
that can be effective at lower doses




Our 3 Step Approach

1-Comparative Genomics

2-Directed Evolution

3-Immune lagging



1- Comparative Genomics
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- Directed Evolution

1. Mutation 2. Selection

Sequence

I .

3. Repeat with new input sequence (500x)

Our chosen ACEZ2
sequence is subjected
to serial rounds of
mutation and selection

This process has been
used to increase
binding characteristics
>300-fold in as few as
3 weeks



3- Immune tagging
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* Builds upon known therapeutic path (soluble ACEZ therapy)

* Higher affinity means lower concentrations needed relative to ACE2
therapy, and fewer side effects

* Immune tagging aids in viral clearance / immune recognition

* Develops methods applicable for future outbreaks



Our process
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Post-COVID-19, our platform and business model can be used to develop
peptide-based therapeutics or agrochemicals from natural compounds



Our Team

Shu Li, Ph.D. Co-founder
8 papers / 2 patents
YC alumni

Joe Schinaman, Ph.D. Co-founder
6 papers
LA Biostart alumni
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